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Observation 1

Larger difference in breeding values than
theoretically expected:

[ (RI<90%) ]
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Transition rules —example yield

Information sources

Genomic ] [Genomic+daughter ] [ Daughter

[REL<60%] [60%<REL<90%] [ REL > 90% ]
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Previously: Weight of information

Information sources

: Genomic + ped. Genom|c+daughter Daughter
REL < 60% 60% < REL < 90% REL > 90%
NAV
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Now: Weight of information
(10% polygenic effect)

Information sources

: Genomic + ped. Genom|c+daughter Daughter

)
:
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REL < 60% 60% < REL < 90% REL > 90%
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NAV

More smooth transition with

polygenic effect

Example of bull: Genomic info

more positive than daughter info

e=»No poly

@ Poly
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NAV

More smooth transition with

polygenic effect

131
129
127
125

Index
[EY
N
w

121
119
117
115

e»No poly

e Poly

Example of bull: Genomic info

more negative than daughter info
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Introduction af polygenic effect

 All breeds
 Both males and females

e All traits

NAV
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Observation 2

Drop in breeding values from being used for Al to
having daughters was larger than expected for
young bulls

,‘,

[ Genomic J [Genomicfirtdaughter]
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Without standardization
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Standardization —within year
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Standardization —within year
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Standardization —
within year + trend across years
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- Largest effect for youngest animals
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Exampel: NTM for RDC
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Change of NTM

Sum of all changes:

* Improvement of traditional models for fertility,
udder, yield and calving

« Reranking of all animals
* Polygenic effect

» Especially reranking effect on live genotyped cows and
newly proven bulls

* Improved standardization

« Lower index for genomic tested young Al bulls and
NAV genomic tested heifers
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Changes for Holstein bulls born in 2015

T rpoverersy T 118.1 30
1083 109.9 17
114.8 1168 20
113.8 116.8 31
99.6 99.6 01
Fertility mpoverersy [ 110.6 17
Birth rpovemers) [ 106.8 13
Calving (mooverens) [ 110.2 11
109.4 111.2 18
106.9 1075 07
105.7 105.4 03
1085 109.1 06
Udder mpovererisy [N 117.2 0.1
106.7 1071 05
105.2 105.2 0.1
E 142 1208 6.6
107.4 1083 09
101.4 1028 13
% 33.4 47
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Changes for RDC bulls born in 2015

I (12’ 115.3 29
106.9 109.0 20
1108 112.9 21
111.9 115.0 31
99,5 99.6 01
104.1 104.7 06
1026 1033 07
1035 104.8 13
1078 109.1 13
105.4 106.0 06
103.9 103.9 0.0
106.9 1088 19
110.3 111.3 10
106.9 106.9 0.0
1025 1033 08
oo N 114.4 30
1026 1030 03
99.7 99.6 0.1
DI 2. 26.4 43
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Changes for Jersey bulls born in 2015

I !l 1141 26
104.6 105.7 11
1095 111.9 24
110.6 112.3 17
99.1 99,5 03
1026 1026 0.1
1004 1000 0.4
1033 1043 10
107.2 1076 0.4
1003 100.1 0.2
106.7 1076 09
104.3 104.3 01
109.2 1086 05
101.7 1030 13
1001 1006 05
EERE 108.9 08
N 173 198 25
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Correlation between new and old
NTM

_--
VIS Heifers Cows

Holsteln 0.95 0.98 0.98
RDC 0.95 0.98 0.98

0.96 0.98 0.99

« Al bulls bornin 2013-2015
e Cows and heifers born after 2010
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Changes between new and old NTM
Genomic tested bulls born in year 2015

Change in NTM Holstein (%) RDC (%) Jersey (%)

-10
e
8 2.2
3.2 4.1
6 18.3 10.2 2.0
33.3 33.7 0.0
26.9 22.4 12.2
8.6 20.4 34.7
7.5 8.2 30.6
1.0 20.4
o
-4.7 -4.3 -2.5
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Changes between new and old NTM
Genomic tested Heifers born in year 2015

S m 0.1

- R 0.9 0.1

5.5 0.8

I B 15.3 3.9 0.2
26.8 13.8 1.4
27.6 27.5 10.0
16.5 29.9 29.5
5.9 17.8 34.9
1.3 5.1 19.6
0o ] 0.2 1.0 4.2
0.1 0.3
10,956 10,218 4,077
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Changes between new and old NTM
Genomic tested Cows born after 2010

-8 ]

0.2

R 1.2 0.1

4.7 0.6

12.8 2.9 0.1
22.7 9.8 1.6
26.1 21.2 8.2
20.0 26.9 23.1
0o ] 9.4 22.2 33.2
3.3 11.5 24.2
0.7 3.8 8.2
0.1 0.8 1.3
0.1 0.1
16,364 20,220 12,704
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